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[HZE] HI WU 2 bR 50 A 8 F i ) 3828 S a2 4Bt (TRFIA) 1Sk e 7 A Bl 12 i
(FQ-PCR) LBy M. Jiik 2008 45 1 A & 2014 4 5 A =AH - ANREGKBIBR ST 128 T EE
2476 1, 4¥HIAT TRFIA A M52 bR7E4 HBV  (HBV-M) FIT FQ-PcR J7 A HBv. DNA &, 3%
2 PO B RG H RE AT L. BEME 2476 (K E T, FQ-PCR A HBv-DNA BHE 1656 4y, S FHIESR
} 66.9%, FHH TRFIA i% HBsAg., HBeAg. HBcAb ¥R 861 #y, {#FH FQ-PCR %A HBV-DNA (1) 7 & FH
816 14y, i 94.8%; TRFIA ¥ HBsAg. HBeAb, HBcAb ¥JFHM: 1 023 f4i], ] FQ-PCR 7546 HBV-DNA A& &
FAME 674 4, 5 65.9%; HBsAg. HBeAg 3R 27 iy, Hrp i FQ-PCR 45 1 HBV-DNA )% i FHH: 26 177,
i 96.3%; HBsAg. HBcAb JFH¥E 148 iy, HAP{#i FQ-PCR 461l HBV-DNA B9& 5 BHYE 117 6y, 5 79.1%;
HBsAb, HBeAb ¥ 55 ffy, (A FQ-PCR ¥ 45 HBV-DNA /9 & & FH 2 iy, 5 3.64%; HBsAb,
HBeAb. HBcAb ¥JFHME: 123 7, HAp{#FH FQ-PCR #4611 HBV-DNA B9&fEfHM: 11 4, o 8.94%; HBeAb FH{E
22 fy, HP i FQ-PCR %46 HBV-DNA [ EFHYE 2 4y, 5 9.09%; HBeAb. HBcAb ¥JPHYE 43 ), Hodfd
Fl FQ-PCR £ 4] HBV-DNA & & FHYE 3 43, 5 6.98%; HBeAb FHYE 37 ), HAd i F FQ-PCR 32 4 il
HBV-DNA [y &b 2 43, o7 5.41%; HBsAb FHE: 89 iy, i ] FQ-PCR A HBV-DNA f % & FH 4 2
By, Wi 2.22%; HIRAYE 48 4, A dFH FQ-PCR A6 HBV-DNA AS& R FHM: 14, 5 2.08%. &5 TRFIA i
FHSRHER BT JCR G S a5, ST & A G 0 55 (L RE i — 00 25 094G THE AR, AS BB WA R DU S I 37
HBV-DNA {75 %, 8 TRFIA 2 WA AW B R A 500 ; FQ-PCR A K2 BB RN 1Y & s w8
EHITERR, REHEBE RSO AW O R B RN R B . LIRS 0L, &XF TRFIA SR R A4 7E. T
FQ-PCR JEER M 75 5) 2 3| — 2 AR AR A B ZE R52 M. 38 0A R D0 mT S Fae i o, A R 18 i)
W FIZIA.
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Application of Combination of TRFIA and FQ - PCR in
Detection of HBV Markers

ZHAO Dong — yan, CHEN Di, LIU Chun - lin
(Dept. of Clinical Lboratory, The Second People’s Hospital of Yunnan Province, Kunming Yunnan 650000,
China)

[ Abstract] Objective To explore the application of combination of time—resolved fluorescence immunoassay
(TRFIA) and fluorescence quantitative polymerase chain reaction (FQ — PCR) method in detection of HBV
markers. Methods From January 2008 to May 2014 in Yunnan province, 2476 cases of patients with suspected
chronic hepatitis B in the Second People's Hospital of Yunnan Province were selected in this study. TRFIA was used
to determine the HBV serological markers (HBV —m) and line FQ — PcR method was used to detect the HBV. DNA

content, then the positive detection rates of the two methods were compared. Results In 2476 cases, positive HBv
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DNA detected with FQ) — PcR was found in 1656, the total positive rate was 66.9%, positive HBsAg, HBeAg and
HBcAbD detected with TRFIA was found in 861, positive HBv DNA detected with FQ — PcR was found in 816,

accounting for 94.8% ; Positive HBsAg, HBeAb HBcAb detected with TRFIA was found in 1023 cases, positive
HBv DNA detected with FQ — PcR was found in 674, accounting for 65.9%; Positive both HBsAg and HBeAg was
found in 27, positive HBv DNA detected with FQ — PcR was found in 26  (96.3%) . Positive HBsAg and HBcAb
was found in 148, positive HBv DNA detected with FQ — PcR was found in 117,
both HBsAb and HBeAb was found in 55, positive HBv DNA detected with FQ — PcR was found in 2 (3.64%) .
HBsAb, HBeAb HBcAb were positive in 123, HBV — DNA was positive by FQ — PcR in 11, 8.94%; HBeAb wa
positive 22, HBV — DNA was positive by FQ — PcR in 2, 9.09%; HBeAb HBcAb were positive in 43, HBV -
DNA was positive by FQ — PcR in 3, accounting for 6.98%; HBcAb was positive in 37, HBV — DNA was positive
by FQ — PcR in 2 (5.41%) ; HBsAb was positive in 89, HBV — DNA was positive by FQ — PcR in 2 (2.22%) ;
All negative was found in 48, HBV — DNA was positive by FQ — PcR in 1, accounting for 2.08%. Conclusions

accounting for 79.1%. Positive

TRFIA method can only give a preliminary estimation in screening hepatitis B virus (HBV) infection, cannot
accurately detect the low serum HBV — DNA titer, so TRFIA is not enough for diagnosis of HBV infection. FQ —
PCR method can accurately judge the replication of the hepatitis b virus in the body, infectious strength, is a
complement to TRFIA method. While FQ — PPCR method in detection is easily affected by some artificial or

non-artificial factors. Therefore, combining the two detection methods can improve the accuracy, is advantageous

to diagnosis and judgment of HBV infection.
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HBV-M, &R & WsE < v, (FQ-PCR) £ il
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2008 4E 1 HE 201445 A, zsMAF AR
& el e A B B BE L 2 £ 35 2 476 {3l [R] st
TRFIA } FQ-PcR FiLERA R 2 bRy, o
1423 B, 41053 4, 4Ef5 8 ~82 %,
1.2 FHik

1.2.1 TRFIA & & f il B 589 HBsAg, $it

-HBs. HBeAg, Ht -HBe. PT —-HBc, * Anytest

2000 S 8] 43 B9 A A S B S i 7). BH PR bR o
M. (1) HBsAg>02ng/mL; (2) Hi -HBs>10
mIU/mL;  (3) HBeAg >0.5 NCU/mL; (4) i

-HBe> 0.2 NCU/mL; (5) #$T —-HBc>0.9 NCU/mL.
1.2.2 FQ-PCR & #uillf8# 1 HBV-DNA &4,
{888 DA7600 %% PCR R, SRR ERH],
R A U BH 5455 BH 1 i o4 s o oty 2R A 7 s R AN Ak
L FHMERRE R . KT 1% 102 TU/mIP.
1.3 ZirEHE

KU PEMS Geit2# b2, HEC7RHE 55
g, THEERHET o5, HTECRET x 26
5, P<0.05 hZESAGIHEXL.

2 &R

TE 2 476 {13 Hh 4 FH TRFIA 145 H HBsAg.
HBeAg, HBcAb ¥ FHE (K =FH) 861 17, &
34.8%, Hhfdi ] FQ-PCR 461l HBV-DNA [
= fH M 816 Y, 5 94.8% ; HBsAg. HBeAb,
HBcAb #FHM: UN=FH) 1023 #l, & 41.3%, H
i ] FQ-PCR %463 HBV-DNA 17 & FHE 674
%y, 5 65.9%; HBsAg. HBeAg ¥JFHYE 27 fy, H
Wi F§ FQ-PCR #4611 HBV-DNA £ & H BHE: 26
%y, 15 96.3%; HBsAg. HBcAb YA 148 £y, H
Hffi ] FQ-PCR %461 HBV-DNA 1 & BHE 117
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%, 5 79.1%; HBsAb. HBeAb ¥JFHYE 55 6y, H
Hffi Fl FQ-PCR 44 l HBV-DNA 9% &t FH I 2
iy, i 3.64%; HBsAb, HBeAb, HBcAb ¥3fH 4
123 ffy, Hoh i FQ-PCR 46 HBV-DNA {5
BEPHPE 116, & 8.94%; HBeAb B 22 3, Horp
{# ] FQ-PCR ¥E46: HBV-DNA {4 & B 2 45,
17 9.09%; HBeAb. HBcAb ¥JPHE 43 iy, Hrpfdi
JHl FQ-PCR 341l HBV-DNA f4 & & FH I 3 177,
h7 6.98%; HBcAb FH: 37 iy, FHohf# H FQ-PCR
Pk HBV-DNA 19 & & FHYE 2 iy, 5 5.41%;
HBsAb FH 7% 89 iy, I fifi i FQ-PCR ¥k 4 il
HBV-DNA #9352 1, 5 2.22%; FHE 48

fiy, Hr i FQ-PCR 45 HBV-DNA [ 7 &
FHPE 16y, 5 2.08%. 2476 1 I i& o, ffi ]
FQ-PCR #4591 HBV-DNA % & BHYE 1656 143,
i 66.9% ; TRFIA 4kl HBV-M FHYEZHE (1 ~4
ZH) 2059 ), f§if] FQ-PCR 451 HBV-DNA %)
TR 1633 i, & 79.3%; TRFIA 32 A5 il
HBV-M [H¥:E (5~ 1140) 417 6y, i FQ-PCR
PRI HBV-DNA f & & b 23 6y, 5 5.5%, H
th [ 241 HBV-DNA FHPESR S T A #fr e, 14
HBV-DNA FHMERE T T4, 2R 65%1FE X
(P<0.05), W 1.

%1 TRFIA %5 FQ-PCR x££ B3ttt
Tab. 1 Test results comparison of TRFIA method and FQ - PCR method

TRFIA ¥ FHEAL &3 2% n FQ-PCR ¥:FAMEGIE  FQ-PCR ERAMEGIE  FEER (%) 95% CI
1.3.5 861 45 816 94.8 94.79 ~ 94.81
1.4.5 1023 349 674 65.9 65.86 ~ 65.94
1.3 27 1 26 96.3 96.04 ~ 96.56
1.5 148 31 117 79.1 78.88 ~ 79.32
2 89 87 2 222 217 ~227
2.4 55 53 2 3.64 3.52~3.76
2.4.5 123 112 11 8.94 8.81 ~9.07
4 22 20 2 9.09 8.35~9.83
4.5 43 40 3 6.98 6.68 ~7.28
5 37 35 2 5.41 5.14 ~5.68
2 48 47 1 2.08 2.00 ~2.16

2 476 820 1656 66.9 66.88 ~ 66.92

VE: 1% HBsAg, 2 N HBsAb, 3 4 HBeAg, 4 4 HBeAb,
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(TRFIA) & 4 0 HBV-M, St B & B &% f 1
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e )

ISR (TRFIA 1) DI 51
BAEY WMARSGEHE (Ew BEY) 1RO
Poicyy, BEHZOZa, FERARG SO I8
FER ST, AR T IEERAER o T8, 3
SRR SR AR, REHRICY Eud+ Ak
A R A AT ARSI e RN e ) 28 R A K
KEEEP. TRFIA 3O AR NP . Prikry #5487

5 2k HBcAb.

B, RHUATE —E A0 NI ge i ol R af
J IR RE R B AU S, AR HER LA TE
YL PR, AT O Y 55 (BRI — )
HR R R, AT T M2y sk N, NEE
A2 SRR . TRFIA B BEAS I H AR /K 1 5 il )
LTINS EE, RS, TR BRI ANGYT
SR, R —FERAR ) X AR i, TR
BEXT RS TCI5 Yy, Jr ik gefaifl, s i A b,
B IE RHES 1 .

NI WER )Y (FQ-PCR 1) A A% K
R N, HEHEAE PCR JEAE B, Sn—4
WHARED, AARCEZOREEKIEE  (Q) Kzt
R R) PANKRER. fERABEEE Y, XS
DT 5 A AT IR i BE AT 938, Taq BEDIMIEREL
R AR 20 S, ML F 5, U
SR Z K F RN B HBV-DNA &9, Ik A R
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B . ARSI, I O R EIR R
HBV-DNA 5 S F s I, I HazHoAR A5
5o BRI AE S A A RS TN HET T, RE VA 2
Ky 3, G Ti5 Yy, JoRBAPE, RS TR AL
FEPIRAL CVEXTBRVE A U fEE, 8D T5 L3R
B, © &N W M PCR Ay B AL R .
HBV-DNA #i#r, ZARK & R E RN
R . EHIAEAR, REASRE ARG B B BT R &
IR EEER N R ] . AL Yo a5 5 L. HBV-DNA
Rty , AJEUESE O REAETE R BHEESE , R12
WrEIAT IR, HBV-DNA #5252 %F 2 P X 246
AL ERTE.

A 2 476 GrifE T, ] FQ-PCR A4
HBV-DNA ) & i BH Y 1 656 17, 5 66.9% ;
TRFIA 740 HBV-M PHPEZE (1 ~4 41) 2059 17,
fdi ] FQ-PCR #4611 HBV-DNA 4 & & FH ¥ 1633
%y, &5 79.3%, W HBV-DNA 5 HBeAg 5 1EAH
Ko R R MIIEER . AL YRR TS Im R E R
HBsAg., HBeAg. HBcAb PHIEFRK A “K=PFH", i
¥ HBsAg. HBeAb. HBcAb FHYEFR K “/N=F1",
HBsAg. HBeAg FHHEFRNRZIH. 4iRExR, K=
PHEH . K PHAS/N=HARZ R A GITFE X,
K = FHZ1 HBV-DNA FHPEZE (94.8) . K HA
HBV-DNA PHPEE (963) WE&F “/N=F"
HBV-DNA [H 4 % (659) . TRFIA ¥ & I
HBV-M % (5~ 1141) 417 £, {7 FQ-PCR
A HBV-DNA 1% & B 23 iy, 5 5.5%,
HBsAb [HPE R —F ORI PEBUIR, 3278 B Bl
O, RREE AR, Tofedetk, (HADE
FEH 5. 6. 741267 £y, i FQ-PCR % ki il
HBV-DNA # & & BHME 15 4, “FEXHER 5.6%,
VLHAfL 56 HBsAb PHYE, W REAS AT 304> B A7 1E
HBV-DNA & il , HJ5 K ] fig 2 /& B AR s e
HBV J&, 74 T ROV, (HALA M AR R e 4
PR s, Ab TRGYRE RN, sinT Re R R E 2 3
HBV W R R &g . ZRFmxt Bk, BES
ARG O, RN OB R EBUR, 8
GIENFE, Gy O eE, ARSEE 48 4],
FQ-PCR 461 HBV-DNA BY& S BHM 1 4y, &
2.08%, HJFHFTRERBEEG T HBY 5, 4T

YL R TRFTA J5 1538 7 6 T A ASr DU+ i 37
HBV-DNA fiGi% ¥, R FQ-PCR J5iknl £ —x&
FREE XA TR 7R

i bRk, SIS BRSO i K
GREDNRE LA S A S Z N R 152, TRFIA 3% H
HEE MRS JCR Y O 5, X T &AL et
98 55 A REA— 0020 B9 AR TR AR, AT S i 1 A2
AR ROCR AN REAES R DU H 17 HBV-DNA
IR, TSE TRFIA B2 W7 AU W0 15 2 A 08
)3 FQ-PCR EAGH & B AR 1Y 2 5280
. BAER, RRUERE KRG B A I KT 2 R
TEARNBE S ARYSRIG R oL, JEXX) TRFIA 7%
AREBIFNTE. T FQ-PCR 32 76 K6 i 1 25 5 2 5]
— e A AR KRR B, A A A I AT
PEmLAERTE, AR TS BRI W IR,
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